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ABSTRACT
One hundred and thirty eight (138) pig faecal samples were collected and screened for the presence of
paenebacillus sp. Isolates were classified into groups and 7 group of isolates had similar biochemical
characteristics which were further identified using the 16SrRNA gene (27F and 1492R) as Paenibacillus
konsidensis, Paenibacillus massiliensis, Paenibacillus timonensis, Paenibacillus terrae, Paenibacillus phaseoli,
Paenibacillus polymyxa, Paenibacillus amyloticus for group 1-7 respesctively. The isolates were screened for
their antimicrobial susceptibility using the broth microdilution technique and their resistance was confirmed
using plasmid analysis. The Antibiotic susceptibility testing demonstrated Minimum Inhibitory Concentration
(MIC) values of of 3.91- 62.5mg/ml for ciprofloxacin; tetracycline and clindamycin ranged had 31.25-125 mg/ml;
while metronidazole, chloramphenicol and erythromycin showed MICs of >125.
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INTRODUCTION
Paenibacillus species are spore-forming rod-shaped facultative anaerobic gram positive bacteria.
Species of paenibacillus have been detected in a variety of environments including fresh and salt water, soil,
sewage, sediments, caves, humus, compost, rhizosphere, forage, insect larvae, food, plants and clinical samples
(Padda et al., 2016a and b). Morphologically, colonies of paenibacillus species are very transparent with a milkywhite color. The margin is entire and the surface is glossy and convex, with no noticeable odor (Slonczewski and
Forster, 2017). These groups of organism are known to yield strong antimicrobial lipopeptides including
antifungal, antibacterial, anticancer and antiviral enzymes (Cochrane and Vederas, 2016). Species of
Paenibacillus are also involved in nitrogen fixation, phosphate solubilization and iron acquisition which promote
plant growth (Grady et al, 2016; Padda et al., 2016a and b). The pathogenic characteristics of these isolates have
been reported by de Graaf et al. (2006) and Garcia-Gonzales and Genersch (2013) where they attached bee hives
causing the popular americal Foulbrood. Years later, Grady et al, (2016) also posits that some species of
Paenibacillus are opportunistic pathogens in human especially immune-compromised individuals (Abrishami et
al., 2015). They are associated, but not shown to be directly involved in the causation of chronic kidney disease,
sickle cell disease, premature birth, Whipple’s disease, hydrocephalus, skin cancer, chronic interstitial
nephropathy, and acute lymphoblastic leukemia (Nasu et al., 2003, Roux et al., 2004, 2008, and Ouyang et al.,
2008). These species ccan also be beneficial as they have been found useful in the production of industrial
chemicals like enzymes, pesticides and biologically active metabolic products (Zamost et al., 1991; Lee et al.,
2012, 2016; Li et al., 2016).
So much work in Nigeria has been done on the detection of Paenibacillus species from the Rhizosphere
of several plants as well as their application in Production of valuable products (Ogunmefun et al., 2015; Nwinyi
and Amund, 2016). To the best of our Knowledge, this work is the first to report the isolation of Paenibacillus
species in pig farms as well as their antimicrobial susceptibility in Nigeria. This will have great implications for
public health especially individuals involved in Pig farming and pork consumption as well as those who desire to
use the isolates as biorefineries.
MATERIALS AND METHODS
Study Site And Design
This study was carried out in two locations Otta and Oke-Aro pig farms in Ogun states of Nigeria. This
state is selected because of its relatively high livestock activities, it has sizeable expanse of arable land and rich
fertile soils that are good for the cultivation of a wide variety of food crops and animal production. Generally,
livestock activities in the area are on the increase and there is a high dependence on livestock as a source of
employment, revenue and milk and meat production. There are large-scale livestock production industries
particularly of cattle, sheep and goats in these areas, mainly in semi-intensive farming systems in which animals
are taken out to graze and then returned to their pens later in the evening, besides other small intensive and
semi-intensive livestock farming operations that characterize most households. In addition, there is unregulated
access to veterinary drugs; a farmer could decide to purchase and administer drugs without veterinary
prescription and supervision.
Collection of Stool Sample
A total of 138 pig faecal samples (72 from Otta farms and 66 from Oke-Aro farms) were collected
between January and February, 2017 in sterile universal stool containers. The samples were transported to
microbiology laboratory of university of Lagos, within 2hrs for processing. Samples were not collected in any
preservative. Prior to discarding, specimen were sterilized by autoclaving.
Culture And Isolation
Streak plate method was used to isolate anaerobes from pig stool sample. The media used in this study
included, Columbia agar with 5% defibrinated sheep’s blood (Oxoid, UK), non-selective media used were
Fastidious Anaerobe Agar (FAA, Lab M), cooked meat broth (Oxoid, UK) and Mueller Hinton Agar (SRL, India).
All samples were subjected to alcohol shock treatment by homogenizing the specimen with an equal volume of
95% ethanol at room temperature for 1 hr to destroy all vegetative cells leaving only spores. They were

September – October

2019

RJPBCS

10(5)

Page No. 120

ISSN: 0975-8585
subsequently dispensed into bottles containing Robertson’s cooked meat Broth (CMB) for enrichment and the
lids tightly covered.
The mixtures was then allowed to settle and a loopful of the deposit was aseptically streaked on
Columbia agar for 48 hours, colonies after 48hrs of incubation were visible with the following characteristics,
shiny, smooth with highly irregular forms, Colonies were then sub-cultured onto Fastidious Anaerobe Agar (FAA,
Lab M) to obtain pure colonies in N2(80%), H2(10%) and CO2 (10%), plates were incubated anaerobically at 37°C
for 48hrs in an Anaerobic Jar (Biomerieux, France) in N2(80%), H2(10%) and CO2 (10%). The surfaces of the plates
were dried in the incubator at 30oC before use. Inoculated plates were incubated immediately under anaerobic
conditions in an anaerobic jar (Biomerieux, France) in N 2(80%), H2(10%) and CO2 (10%) with an indicator (the
rezusurin strip) to check anaerobiosis (disposable anaerobic indicator).
Media was reduced prior to inoculation by placing under anaerobic conditions for 24 h prior to use
through the use of GasPak anaerobic systems. All plates showing no growth were further re-incubated for
another 24 hours before being discarded. Control culture strain of Pseudomonas aeruginosa were plated
alongside, this was to check anaerobiosis, because anaerobes grow well in anaerobic condition while P.
aeruginosa which is a strict aerobe will not grow in the anaerobic jar. Pure cultures were then inoculated and
stored into prepared cooked meat broth for morphological and biochemical characterization.
Antibiotic Susceptibility Testing: Broth Microdilution Method
The method was performed on commercially available 96-well broth microdilution plates for
monitoring resistance of anaerobic and Gram-positive bacteria. Six antimicrobial agents were tested, including:
erythromycin, tetracycline, metronidazole, chloramphenicol, clindamycin and ciprofloxacin. The isolated
colonies were selected from 48 h anaerobic culture on Fastidious Anaerobe Agar (FAA, Lab M). The suspensions
and inoculation of microdilution plates were carried out in an aerobic atmosphere, but the organisms were not
exposed to air for more than 30 min. The procedure was carried out using reduced cation-adjusted Mueller
Hinton broth for initial suspension which was transferred to a broth microdilution plate following the
manufacturer’s instructions. The plates were incubated at 35o C for 48 h in anaerobic conditions (GENbox
anaerobic jar and GENboxAnaer generators; bioMe´rieux). The MIC end points were determined where no
growth was observed, or, in cases where growth was observed in the last tested dilution, the results were
interpreted as at or above the next twofold dilution.
Molecular Analysis
The DNA was extracted using the Jena Bioscience Bacteria DNA Preparation Kit (Germany), according
to manufacturer’s instruction and the 16SrRNA gene (27F and 1492R) were amplified using PCR. Agarose Gel
Electrophoresis was used to separate the DNA into bands according to their molecular weight and DNA bands
were visualized by ethidium bromide staining. PCR purified products were sequenced at Inqaba (South Africa)
using
Sanger
sequencing
and
the
corresponding
sequences
were
identified
at
http://blast.ncbi.nlm.nih.gov/Blast.cgi. Finally the Plasmid extraction was done using the mini prep TENS
method as described by Zhou et al., (2016).
RESULTS AND DISCUSSION
The Antibiotic susceptibility testing demonstrated Minimum Inhibitory Concentration (MIC) values of
of 3.91- 62.5mg/ml for ciprofloxacin; tetracycline and clindamycin ranged had 31.25-125 mg/ml; while
metronidazole, chloramphenicol and erythromycin showed MICs of >125 mg/ml as shown in table 2. Figure 2
shows Plasmid analysis with the presence of plasmid on some of the Panibacillus species with a high molecular
weight of 23,130 kbp. Seven different group of isolates were recovered by culturing and were represented by
the biochemical profile that is presented in table 1. The identity of this microbe was determined by biochemical
test and was further confirmed by molecular analysis using 16sRNA sequencing. Although, Fontibacillus, which
is predominantly an environmental isolate (Jose et al., 2014; Lee et al., 2011) , was also identified, Paenibacillus
was most frequent, species identified included; Paenibacillus konsidensis, Paenibacillus massiliensis,
Paenibacillus timonensis, Paenibacillus terrae from Oke-Aro farm and Paenibacillus phaseoli, Paenibacillus
polymyxa, Paenibacillus amyloticus, Fontibacillus phaseoli from Otta farm with a range of 95-99% identity. There
was no report of other pathogenic fecal organisms commonly found in pig feces in our data which is in contrast
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with a report by Baer and his colleagues (2013), who reported the prescence of salmonella and campylobacter
in pig feces, however, this may be due to the fact that most Paenibacillus strains have been reported to produce
a variety of antimicrobial substance Lee et al., (2012) and as such inhibits other pathogens.
Previous studies have reported the isolation of different strains of this organism in patients undergoing
haemodialysis, prosthetic joint infection, bacteremia in cerebral infection, Carcinoma intestinal nephropathy
and leukemia (Nasu et al., 2003, Roux et al., 2004, Ko et al., 2008, and Ouyang et al., 2008).Although they are
also relevant to animals, plants and the environment (Grady et al., 2016) the pathogenicity of paenibacillus spp
cannot be ruled out as it has also been reported as the causative agent of American foulbroad, a lethal disease
of honeybees (Garcia-Gonzales and Genersch, 2013) and snail disease a causative agent of Schistosomiasis
(Grady et al., 2016, Duval et al., 2015). Paenibacillus spp being an opportunistic human pathogens, several of
which have been isolated from humans globally (Grady et al., 2016) has been associated with diseases such as
chronic kidney disease (Padhi et al., 2013), premature birth (Deleon and Welliver, 2016), whipple disease (Roux
et al., 2008), skin cancer, chronic interstitial nephropathy and acute lymphoblastic leukemia (Roux et al., 2004).
Although peanibacillus has been implicated in all these infections, no study has linked these organism
in gastrointestinal infections in animals and humans, hence the concern for the result of this study which seem
to have implicated peanibacillus in diarrhoeic stool from pigs, prior to this study many of the piglets suffered
diarrhoeic infection of which over 75% of them died and the cause was not determined due to inadequacy/
difficulty in accessing laboratory materials for the analysis of anaerobic infection in animal farms in Nigeria.
Hence further studies is required to determine the role of peanibacillus in gastrointestinal infections in pigs.
The antibiotics drug susceptibility testing demonstrated susceptibility in ciprofloxacin with MIC
variability of 3.91- 62.5mg/ml, lower susceptibility was also seen in tetracycline and clindamycin with MIC range
from 31.25-125 mg/ml while metronidazole, chloraphenicol and erythromycin showed high multiple drug
resistance with MICs of >125 mg/ml, this drug resistance identified supports a study by Grady and his associates
(2016), who demonstrated a variety of strain-dependent drug resistances to norfloxacin, clindamycin and
ampicillin in Paenibacillus isolated from humans.
Plasmid analysis showed that the multiple resistance portrayed by some of the paenibacillus species in
this study were plasmid mediated, this report is in line with a study by Soundarapandian and associates (2012),
who reported plasmid-borne drug resistant paenibacillus species isolated from crab, although their plasmid
molecular weight was about 1300kbp which is much less than the findings in this study which was calculated to
be 23130kbp. Antibiotic drug resistance identified in this study points out possible transfer of antibiotic
resistance from pig faeces to fertile soil which may occur through production and distribution of pig manure in
agriculture as reported in a study by Faldynova and colleagues (2013), that animal manure is a reservoir for
antibiotic residues, antibiotic resistant bacteria, human pathogens and antibiotic resistant genes, hence when
this manure is applied to the soil, these antibiotic resistant genes may be transferred to other soil pathogens
including human pathogens.

Figure 1: Agarose gel electrophoresis (1.5%) showing lane 1-10 PCR amplified products of 1500bp. –ve is
negative control of PCR mix without DNA and M is a 100 base pair ladder.
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Table 1: Groups of isolates with similar biochemical activities
NUMBER OF ISOLATES IN SAME GROUP WITH SIMILAR TEST ACTIVITIES
7
9
4
1
5
8
Group A
Group
Group C
Group D
Group E
Group F
B
+
+
+
+
+
+
+
+
+
+
+
+
+
+
+
+
+

BIOCHEMICAL
TEST
motility
anaerobiosis
Starch
hydrolysis

2
Group G
+
+
+

catalase
Oxidase activity
Hydrogen sulphide
production

-

ND

+
ND

+
ND

+
-

+
+

+
ND

Vogues proskeur
indole
Spore formation
Nitrate reduction
Acid production test:
Glycerol
Ribose
Xylose
Inulin
Sucrose
Mannose
Mannitol
Glycogen
Gluconate
Arabinose

+
+
-

ND
+
-

ND
+
+
+

ND
+
+
+

+
+
+

+
+
+

ND
ND
+
+
+

+
+
+
+
+
-

+
+
+
+
-

+
+
+
+
+
+
-

+
+
-

+
+
+
+
+
+
+

+
+
+
+
+
+

+
+
+
+
+
+
+
+
-

ND
-

KEY: + positive reaction, - negative reaction, and ND not determined
Table 2: Minimum inhibitory concentration (antibiotics susceptibility) using Broth dilution method.
ISOLATES

Group A
Group B
Group C
Group D
Group E
Group F
Group G

ANTIBITOTICS
CIP
mg
3.91
31.25
62.50
62.50
62.50
62.50
62.50

TET
mg
31.25
62.50
62.50
>125
62.50
>125
62.50

CDA
mg
>125
>125
>125
>125
31.25
>125
62.50

MTZ
mg
>125
>125
>125
>125
>125
>125
>125

CHL
mg
>125
>125
>125
>125
>125
>125
>125

ERY
mg
>125
>125
>125
>125
>125
>125
>125

key: CIP Ciprofloxacin (200mg)
MTZ Metronidazole (1000mg)
TET Tetracycline (250mg)
CDAClindamicin (150mg)
CHL Chloramphenicol (500mg)
ERY Erythromicin (125mg)
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Figure 2: Agarose gel electrophoresis showing the presence of plasmid in lane 1, 5, 7 and 8 with Lane M as
Lamda Hind III molecular weight marker.
CONCLUSION AND RECOMMENDATION
Paenibacillus spp which was commonly considered soil-related organisms are increasingly isolated from
hospitalized patients and appear sufficiently equipped of virulence properties. In this study, they were
implicated in gastroenteritis in pigs and this is worrisome as this is the first time to the best of our knowledge
that this organism are been isolated from diarrhoeic pig faeces in Nigeria, also it is of particular concern that
these organisms displayed multiple-drug resistance, hence its of utmost importance that the isolation of bacteria
belonging to the Paenibacillus genera should not be disregarded and their identification should be performed,
particularly when isolated from samples derived from food animals. This study showed that Ciprofloxacin and
tetracycline were effective in inhibiting the growth of Paenibacillus and therefore could serve as good antibiotics
in treatment of Paenibacillus related infections, it also showed multiple drug resistance to common antibiotics
such as metronidazole, clindamycin, erythromycin and chloramphenicol in this regards such multi-drug
resistance factors in Paenibacillus may add intimidation of transmission of resistance to common soil originating
pathogens. Hence it is important that antibiotics are only used when absolutely necessary, to avoid occurrence
of drug resistance in Nigerian farms. Moreover it should be noted that Paenibacillus, being an atypical pathogen
of human and animals, should never have been exposed to an antibiotic as such except those produced in soil
micro-flora and also risk reduction strategies should be encouraged throughout the food chain, these stratagies
includes increased hygiene at both slaughter and meat processing and continued implementation of HACCP
systems to prevent future outbreaksfrom occurring.
REFERENCES
[1]

[2]

[3]

[4]
[5]

[6]

Abrishami, M., Hashemi, B., Abrishami, M., Abnous, K., Razavi-Azarkhiavi, K., Behravan, J. (2015). PCR
detection and identification of bacterial contaminants in ocular samples from post-operative
endophthalmitis. J. Clin. Diagn. Res. 9(4):NC01–NC03.
Baer, A.A., Miller, M.J. and Dilger, A.C. (2013). Pathogens of interest to the pork industry: A review of
research on interventions to Assure food safety. Comp. Rev. in food science and food safety. ISSN: 15414337
de Graaf, D.C., Alippi, A.M., Brown, M., Evans, J.D., Feldlaufer, M., Gregorc, A., Hornitzky, M., Pernal,
S.F., Schuch, D.M.T., Titera, D., Tomkies, V. and Ritter, W. (2006). Diagnosis of American foulbrood in
honey bees: a synthesis and proposed analytical protocols. Lett. Appl. Microbiol. 43:583–90.
DeLeon, S.D. and Welliver, R.C., Sr. (2016). Paenibacillus alvei sepsis in a neonate. Pediatr. Infect. Dis. J.
35:358.
Duval, D., Galinier, R., Mouahid, G., Toulza, E., Allienne, J.F., Portela, J., Calvayral, C., Rognon, A.,
Arancibi, N., Mitta, G., Theron, A. and Gourbal, B. (2015). A novel bacterial pathogen of Biomphalaria
glabrata: a potential weapon for schistosomiasis control? PLoS Negl. Trop. Dis. 9:e0003489.
Faldynova, M., Videnska, P., Havlickova, H., Sisak, F., Juricova, H., Babak, V., Steinhauser, L., Rychlik, I.
(2013). Prevalence of antibiotic resistance genes in faecal samples from cattle, pigs and poultry. Vet.
Med. Czech. 58, 298–304.

September – October

2019

RJPBCS

10(5)

Page No. 124

ISSN: 0975-8585
[7]
[8]

[9]
[10]
[11]

[12]
[13]
[14]

[15]

[16]

[17]

[18]
[19]
[20]

[21]

[22]
[23]

[24]

[25]
[26]
[27]

Grady E.N., Macdonald, J., Liu, L., Richman, A., Yuan, Z. (2016). Current knowledge and perspectives of
Paenibacillus: a review. Microb. Cell Fact. 15:203 -217
Jose´ David Flores-Fe´lix., Rebeca Mulas., Martha-Helena Ramı´rez-Bahena., Marı´a Jose´ Cuesta., Rau´
l Rivas., Javier Bran˜as., Daniel Mulas., Fernando Gonza´lez-Andre´s., Alvaro Peix., Encarna Vela´zquez
(2014). Fontibacillus phaseoli sp. nov. Isolated from Phaseolus vulgaris nodules. Antonie van
Leeuwenhoek 105:23–28.
Ko, K.S., Kim, Y.S., Lee, M.Y., Shin, S.Y., Jung, D.S., Peck, K.R. Song, J.H.(2008). Paenibacillus konsidensis
sp. nov., isolated from a patient. Int. J. Syst. Evol. Microbiol. 58:2164–8.
Lee KC, Kim KK, Eom MK, Kim MJ, Lee JS.(2011) Fontibacillus panacisegetis sp. nov., isolated from soil
of a ginseng field. Int J Syst Evol Microbiol, 61(2):369-74
Lee, B., Farag, M.A., Park, H.B., Kloepper, J.W., Lee, S.H., Ryu, C.M. (2012). Induced resistance by a longchain bacterial volatile: elicitation of plant systemic defense by a C13 volatile produced by Paenibacillus
polymyxa. PLoS ONE. 7:e48744.
Lee, Y.S., Nguyen, X.H., Cho, J.Y., Moon, J.H., Kim, K.Y. (2016). Isolation and antifungal activity of methyl
2,3-dihydroxybenzoate from Paenibacillus elgii HOA73. Microb. Pathog.
Li, X.X., Liu, Q., Liu, X.M., Shi, H.W. and Chen, S.F. (2016). Using synthetic biology to increase nitrogenase
activity. Microb. Cell Fact. 15
Nasu, Y., Nosaka, Y., Otsuka, Y., Tsuruga, T., Nakajima, M., Watanabe, Y. and Masahiko (2003). A case
of Paenibacillus polymyxa bacteremia in a patient with cerebral infarction. Kansenshogaku Zasshi.
77:844–8.
Nwinyi, O., Amund, O. (2016). Biodegradation of selected polycyclic aromatic hydrocarbons by axenic
bacterial species belonging to the genera Lysinibacillus and Paenibacillus.. Iranian Journal of Science
and Technology (Sciences), doi: 10.22099/ijsts.2016.3783
Ogunmefun O. T., Ekundayo E. A., Ogunnusi T. A., Olowoyeye A. H.,. Fasola T. R and Saba A. B. (2015).
Antimicrobial Activities of Phragmanthera incana (schum.) Balle, a Mistletoe Species Harvested from
Two Host Plants against Selected Pathogenic Microbes. Annual Research and Review in Biology. 8(3):
1-10.
Ouyang, J., Pei, Z., Lutwick, L., Dalai, S., Yang, L., Cassai, N., Sandhu, K., Hanna, B., Rosemary, L.W., Bluth,
M.H. and Pincus, M. (2008). Case report: Paenibacillus thiaminolyticus: a new cause of human infection,
inducing bacteremia in a patient on hemodialysis. Ann. Clin. Lab. Sci. 38:393–400.
Padhi, S., Dash, M., Sahu, R., Panda, P. (2013). Urinary tract infection due to Paenibacillus alvei in a
chronic kidney disease: a rare case report. J. Lab. Phys. 5:133–5.
Roux, V. and Raoult, D. (2004). Paenibacillus massiliensis sp. nov. Paenibacillus sanguinis sp. nov. and
Paenibacillus timonensis sp. nov., isolated from blood cultures. Int. J. Syst. Evol. Microbiol. 54:1049–54.
Roux, V., Fenner, L. and Raoult, D. (2008). Paenibacillus provencensis sp. nov., isolated from human
cerebrospinal fluid, and Paenibacillus urinalis sp. nov., isolated from human urine. Int. J. Syst. Evol.
Microbiol. 58:682–7.
Soundarapandian, Reena Singh, P.S. and Sowmiya, S. (2013). Recombination of Plasmid-Borne Drug
Resistant Paenibacillus sp. Isolated From Crab (Portunus sanguinolentus). doi:10.4172/scientificreports.
2:590
Zamost, B. L., Nielsen, H. K. and Starnes, R. L. (1991). Thermostable enzymes for industrial applications.
J. Ind. Microbiol. 8: 71–82.
Zhou, C., Guo, J., Zhu, L., Xiao, X., Xie, Y., Zhu, J., Ma, Z. and Wang, J. ( 2016). Paenibacillus polymyxa
BFKC01 enhances plant iron absorption via improved root systems and activated iron acquisition
mechanisms. Plant Physiol. Biochem. 105:162–73.
Garcia-Gonzalez E , Genersch E (2013). Honey bee larval peritrophic matrix degradation during infection
with Paenibacillus larvae, the aetiological agent of American foulbrood of honey bees, is a key step in
pathogenesis. Environ Microbiol. 15(11):2894-901.
Cochrane SA, Vederas JC (2016) Lipopeptides from Bacillus and Paenibacillus spp.: A Gold Mine of
Antibiotic Candidates. Med Res Rev. 36(1):4-31.
Joan Slonczewski; John Watkins Foster (2017). Microbiology: an evolving science. Fourth edition,
International student edition, New York, NY: W.W. Norton & Company
Padda KP, Puri A, and Chanway CP. 2016a. Effect of GFP tagging of Paenibacillus polymyxa P2b-2R on
its ability to promote growth of canola and tomato seedlings. Biology and Fertility of Soils, 52(3): 377–
387.

September – October

2019

RJPBCS

10(5)

Page No. 125

ISSN: 0975-8585
[28]

Padda KP, Puri A, and Chanway CP. 2016b. Plant growth promotion and nitrogen fixation in canola
(Brassica napus) by an endophytic strain of Paenibacillus polymyxa and its GFP-tagged derivative in a
long-term study. Botany, 94(12): 1209–1217.

September – October

2019

RJPBCS

10(5)

Page No. 126

